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GenCore version 6.2.1 
Copyright (c) 1993 - 2008 Biocceleration Ltd. 



OM protein - protein search, using sw model 



April 10, 2008, 01:12:17 ; Search time 82 Seconds 
(without alignments) 
147.399 Million cell updates/sec 



Title: 

Perfect score: 
Sequence : 



US-10-529-592A-4 
ICQ 

1 MGLKMSCLKAAAAATTRPPS 20 



Scoring table: 



BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 3405708 seqs, 601879884 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 

Maximum DB seq length: 2000000000 

Post-processing: Minimum Match 0% 

Maximum Match 100% 
Listing first 45 summaries 



Database : A_Geneseq_2 0 0 711 : * 

1: geneseqpl980s : * 

2: geneseqpl990s : * 

3: geneseqp2000 : * 

4: geneseqp2001 : * 

5: geneseqp2002 : * 

6: geneseqp2003a : * 

7: geneseqp2003b : * 

8: geneseqp2004a : * 
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9: geneseqp2004b: * 

10: geneseqp2005 : * 

11: geneseqp2006 : * 

12: geneseqp2007 : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 



^o. 


Score 


Match 


Length 


DB 


ID 


Description 


1 


100 


100 


0 


20 


8 


ADM96 9 70 


Adm96 9 70 Human pan 


2 


100 


100 


0 


20 


12 


AES72474 


Aes72474 Human C19 


3 


75.5 


75 


5 


82 


4 


AAM92673 


Aam926 73 Human dig 


4 


53 . 5 


53 


5 


164 


8 


AFR65434 


Afr65434 Recombina 


5 


51 


51 


0 


55 


8 


ADX79172 


Adx79172 Plant ful 


6 


48 


48 


0 


210 


8 


ADT58460 


Adt58460 Plant pol 


7 


48 


48 


0 


212 


12 


AGA91171 


Aga91171 Fertilize 


8 


47 


47 


0 


76 


8 


ADM96968 


Adm96 96 8 Human pan 


9 


47 


47 


0 


76 


12 


AES72472 


Aes72472 Human C19 


10 


47 


47 


0 


76 


12 


AES72498 


Aes72498 Human C19 


11 


47 


47 


0 


166 


9 


AFQ55703 


Afq55703 Glycine m 


12 


47 


47 


0 


362 


5 


ABG75679 


Abg756 79 Human Edg 


13 


47 


47 


0 


362 


8 


AD028787 


Ado28787 Arrestin 


14 


47 


47 


0 


362 


10 


ADX44606 


Adx44606 Chimeric 


15 


47 


47 


0 


362 


10 


ADY83836 


Ady83836 G protein 


16 


47 


47 


0 


362 


10 


AEA13741 


Aeal3741 Human Edg 


17 


47 


47 


0 


368 


9 


AFQ66132 


Afq66132 Glycine m 


18 


47 


47 


0 


503 


10 


ADV76908 


Adv76908 Human GYP 


19 


47 


47 


0 


538 


7 


ADE08404 


Ade08404 Novel pro 


20 


46 


46 


0 


224 


4 


AAU18588 


Aaul8588 Human lun 


21 


46 


46 


0 


224 


4 


AAU17858 


Aaul7858 Novel hum 


22 


46 


46 


0 


224 


7 


ADB33212 


Adb33212 Human nov 


23 


46 


46 


0 


224 


7 


ADI97012 


Adi97012 Human res 


24 


46 


46 


0 


224 


7 


ADG41238 


Adg4123 8 Human res 


25 


46 


46 


0 


426 


8 


ADS43300 


Ads43300 Bacterial 


26 


45 


45 


0 


56 


7 


ADD44600 


Add44600 Protein d 


27 


45 


45 


0 


56 


7 


ADD44614 


Add44614 Protein d 


28 


45 


45 


0 


96 


8 


ADX93220 


Adx93220 Plant ful 


29 


45 


45 


0 


151 


7 


AB074319 


Abo74319 Pseudomon 


30 


45 


45 


0 


153 


7 


AB077453 


Abo77453 Pseudomon 


31 


45 


45 


0 


200 


8 


AFR49373 


Afr49373 Recombina 


32 


45 


45 


0 


200 


12 


AGA91173 


Aga91173 Fertilize 


33 


45 


45 


0 


215 


11 


AEI59029 


Aei59029 Bread whe 


34 


45 


45 


0 


297 


6 


ADB64698 


Adb6 4698 Human pro 


35 


45 


45 


0 


297 


7 


ADD44622 


Add44622 Full prot 
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36 45 45.0 305 10 ABM92530 Abm92530 M. xanthu 

37 45 45.0 359 5 AAM50744 Aam50744 Mycobacte 

38 45 45.0 411 8 ADR51530 Adr51530 Human lip 

39 45 45.0 441 8 ADS30438 Ads30438 Bacterial 

40 45 45.0 498 7 ADD44610 Add44610 Full prot 

41 45 45.0 535 7 AEB86055 Aeb86055 Protein d 

42 45 45.0 912 7 ADJ70474 Adj70474 Human hea 

43 44.5 44.5 160 8 AFP75350 Afp75350 Glycine m 

44 44 44.0 82 3 AAG12251 Aagl2251 Zea mays 

45 44 44.0 106 8 ADY05686 Ady05686 Plant ful 



ALIGNMENTS 



RESULT 1 
ADM96970 

ID ADM96970 standard; peptide; 20 AA. 
XX 

AC ADM96970; 
XX 

DT Ol-JUL-2004 (first entry) 
XX 

DE Human pancreatic cancer upregulated peptide C1958V2. 
XX 

KW cytostatic; gene therapy; pancreatic cancer; diagnosis; 

KW anti-tumor immunity. 

XX 

OS Homo sapiens . 
XX 

PN WO2004031411-A2 . 
XX 

PD 15-APR-2004. 
XX 

PF 12-SEP-2003; 2003WO-JP011713 . 

XX 

PR 30-SEP-2002; 2002US-0414872P . 

PR 28-FEB-2003; 2003US-0450889P . 
XX 

PA (ONCO-) ONCOTHERAPY SCI INC. 

PA (UYTY ) UNIV TOKYO. 

XX 

PI Nakamura Y, Katagiri T; 
XX 

DR WPI; 2004-330204/30. 

DR N-PSDB; ADM9696 9. 
XX 

PT New C1958V1 or C1958V2 polypeptides, useful in useful in diagnosing and 

PT treating pancreatic cancer and in inducing anti tumor immunity. 
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XX 

PS Claim 1; SEQ ID NO 4; 71pp; English. 

XX 

CC The invention relates to the isolation of novel genes upregulated in 

CC pancreatic cancer designated C1958V1 and C1958V2, their encoded 

CC polypeptides (I), a sequence in which one or more amino acids are 

CC substituted, deleted, inserted, and/or added and that has a biological 

CC activity equivalent to the C1958V1 or C1958V2 proteins; or a sequence 

CC encoded by a polynucleotide that hybridizes under stringent conditions to 

CC the C1958V1 or C1958V2 polynucleotides. The polypeptides and 

CC polynucleotides, compounds and compositions are useful in diagnosing and 

CC treating pancreatic cancer and in inducing anti tumor immunity. This 

CC sequence represents the C1958V2 peptide sequence. 

XX 

SQ Sequence 20 AA; 

Query Match 100.0%; Score 100; DB 8; Length 20; 

Best Local Similarity 100.0%; Pred. No. 1.6e-08; 

Matches 20; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 MGLKMSCLKAAAAATTRPPS 20 

I I I I I I I I I I I I I I I I I I I I 
Db 1 MGLKMSCLKAAAAATTRPPS 20 



RESULT 2 
AES72474 

ID AES72474 standard; peptide; 20 AA. 
XX 

AC AES72474; 
XX 

DT 03-MAY-2007 (first entry) 
XX 

DE Human C1958 splice variant 3, protein. 
XX 

KW Pancreatic ductal adenocarcinoma; cancer; cytostatic; tumor marker; 

KW protein therapy; screening; splice variant; C1958V3; apoptosis; 

KW gene therapy; pancreas tumor; lung tumor; renal tumor; testicle tumor. 

XX 

OS Homo sapiens . 

XX 

PN WO2007013358-A2 . 

XX 

PD Ol-FEB-2007. 

XX 

PF 14-JUL-2006; 2006WO-JP314442 . 
XX 

PR 28-JUL-2005; 2005US-0703791P . 
XX 
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PA (ONCO-) ONCOTHERAPY SCI INC. 

PA (UYTY ) UNIV TOKYO. 

XX 

PI Nakamura Y, Katagiri T, Inaki K; 
XX 

DR WPI; 2007-283242/27. 

DR N-PSDB; AES72473. 

XX 

PT New VIVIT polypeptide useful for treating or preventing cancer, such as 

PT pancreatic cancer, lung cancer, kidney cancer and testicular tumor. 

XX 

PS Disclosure; SEQ ID NO 4; 78pp; English. 

XX 

CC The invention relates to a VIVIT polypeptide (AES72497) and at least a 

CC fragment of the human C1958 sequence appearing as AES72472, in which 

CC residues at positions 37-41 is replaced with AES72497, or an amino acid 

CC sequence of a polypeptide functionally equivalent to the polypeptide 

CC comprising the fragment sequence. Also included are an agent for 

CC treating/preventing cancer (comprising as an active ingredient the VIVIT 

CC polypeptide, or a polynucleotide encoding the polypeptide) , a 

CC pharmaceutical composition (comprising the VIVIT polypeptide, and a 

CC carrier), screening (Ml) for a compound useful in treating/preventing 

CC cancers (involving (a) contacting a polypeptide comprising a PPP3CA- 

CC binding domain of a C1958 polypeptide with a polypeptide comprising a 

CC C1958-binding domain of a PPP3CA polypeptide in the presence of a test 

CC compound, (b) detecting binding between the polypeptides, and (c) 

CC selecting a test compound that inhibits binding between the 

CC polypeptides), a kit for screening for a compound for treating or 

CC preventing cancers, treating/preventing cancers in a subject (involving 

CC administering the compound selected above) , and inducing apoptosis in a 

CC cell (involving introducing a polypeptide having a dominant-negative 

CC effect against C1958 or a polynucleotide encoding the polypeptide into 

CC the cell, where the polypeptide comprises a fragment sequence having 

CC AES72497, or the mutated C1958 above) . The polypeptide is modified with a 

CC cell-membrane permeable substance, which has the general formula [R]-[D], 

CC where [R] represents the cell-membrane permeable substance, and [D] 

CC represents the amino acid sequence of a fragment sequence of AES72497, or 

CC the mutated C1958 peptide. The VIVIT polypeptide is useful for treating 

CC and/or preventing cancer, preferably pancreatic cancer (especially 

CC Pancreatic ductal adenocarcinoma) , lung cancer, kidney cancer and 

CC testicular tumor. (Ml) is useful for screening a compound for treating or 

CC preventing cancers. The present sequence represents a splice variant 

CC protein of human C1958. 

XX 

SQ Sequence 20 AA; 

Query Match 100.0%; Score 100; DB 12; Length 20; 

Best Local Similarity 100.0%; Pred. No. 1.6e-08; 

Matches 20; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 
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Qy 1 MGLKMSCLKAAAAATTRPPS 20 

I I I I I I I I I I I I I I I I I I I I 
Db 1 MGLKMSCLKAAAAATTRPPS 20 



RESULT 3 
AAM926 73 

ID AAM92673 standard; protein; 82 AA. 



AAM926 73; 



DT 06-NOV-2001 (first entry) 



DE Human digestive system antigen SEQ ID NO: 2022. 



KW 
KW 



XX 
OS 



Human; digestive system antigen; gene therapy; cancer; appendicitis; 
ulcerative colitis; infection; Hirschsprung's disease; chronic colitis; 
digestive system disorder; Meckel's diverticulum. 

Homo sapiens . 



PN 
XX 
PD 
XX 
PF 
XX 
PR 
PR 
PR 
PR 
PR 
PR 
PR 
PR 
PR 
PR 
PR 
PR 
PR 



PR 
PR 



WO200155314-A2 . 



02-AUG-2001 . 



17-JAN-2001; 2001WO-US001324 . 



31-JAN-2000; 
04-FEB-2000; 
24-FEB-2000; 
02-MAR-2000; 

16- MAR-2000; 

17- MAR-2000; 

18- APR-2000; 

19- MAY-2000; 
0 7-JUN-2 0 00; 
28-JUN-2000; 
30-JUN-2000; 
07-JUL-2000; 
07-JUL-2000; 
ll-JUL-2000; 
ll-JUL-2000; 
14-JUL-2000; 
26-JUL-2 0 00; 
26-JUL-2000; 
14-AUG-2000; 
14-AUG-2000; 
14-AUG-2000; 



2000US-0179065P. 
2000US-0180628P. 

2000US-0184664P. 
2000US-0186350P. 
2000US-0189874P. 
2000US-0190076P. 
2000US-0198123P. 
2000US-0205515P. 
2000US-0209467P. 
2000US-0214886P. 
2000US-0215135P. 
2000US-0216647P. 
2000US-0216880P. 
2000US-0217487P. 
2000US-0217496P. 
2000US-0218290P. 
2000US-0220963P. 
2000US-0220964P. 
2000US-0224518P. 
2000US-0224519P. 
2000US-0225213P. 
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PR 


14 


-AUG- 


2000 


PR 


14 


-AUG- 


2000 


PR 


14 


-AUG- 


2000 


PR 


14 


-AUG- 


2000 


PR 


14 


-AUG- 


2000 


PR 


14 


-AUG- 


2000 


PR 


14 


-AUG- 


2000 


PR 


14 


-AUG- 


2000 


PR 


14 


-AUG- 


2000 


PR 


18 


-AUG- 


2000 


PR 


22 


-AUG- 


2000 


PR 


22 


-AUG- 


2000 


PR 


22 


-AUG- 


2000 


PR 


23 


-AUG- 


2000 


PR 


30 


-AUG- 


2000 


PR 


01 


-SEP- 


2000 


PR 


01 


-SEP- 


2000 


PR 


01 


-SEP- 


2000 


PR 


01 


-SEP- 


2000 


PR 


05 


-SEP- 


2000 


PR 


05 


-SEP- 


2000 


PR 


06 


-SEP- 


2000 


PR 


06 


-SEP- 


2000 


PR 


08 


-SEP- 


2000 


PR 


08 


-SEP- 


2000 


PR 


08 


-SEP- 


2000 


PR 


08 


-SEP- 


2000 


PR 


08 


-SEP- 


2000 


PR 


08 


-SEP- 


2000 


PR 


08 


-SEP- 


2000 


PR 


12 


-SEP- 


2000 


PR 


14 


-SEP- 


2000 


PR 


14 


-SEP- 


2000 


PR 


14 


-SEP- 


2000 


PR 


14 


-SEP- 


2000 


PR 


14 


-SEP- 


2000 


PR 


14 


-SEP- 


2000 


PR 


14 


-SEP- 


2000 


PR 


14 


-SEP- 


2000 


PR 


21 


-SEP- 


2000 


PR 


21 


-SEP- 


2000 


PR 


25 


-SEP- 


2000 


PR 


25 


-SEP- 


2000 


PR 


26 


-SEP- 


2000 


PR 


27 


-SEP- 


2000 


PR 


27 


-SEP- 


2000 


PR 


29 


-SEP- 


2000 


PR 


29 


-SEP- 


2000 


PR 


29 


-SEP- 


2000 



2000US-0225214P. 
2000US-0225266P. 
2000US-0225267P. 
2000US-0225268P. 
2000US-0225270P. 
2000US-0225447P. 
2000US-0225757P. 
2000US-0225758P. 
2000US-0225759P. 
2000US-0226279P. 
2000US-0226681P. 
2000US-0226868P. 
2000US-0227182P. 
2000US-0227009P. 
2000US-0228924P. 
2000US-0229287P. 
2000US-0229343P. 
2000US-0229344P. 
2000US-0229345P. 
2000US-0229509P. 
2000US-0229513P . 
2000US-0230437P. 
2000US-0230438P. 
2000US-0231242P. 
2000US-0231243P. 
2000US-0231244P. 
2000US-0231413P. 
2000US-0231414P. 
2000US-0232080P. 
2000US-0232081P. 
2000US-0231968P. 
2000US-0232397P. 
2000US-0232398P. 
2000US-0232399P. 
2000US-0232400P. 
2000US-0232401P. 
2000US-0233063P. 
2000US-0233064P. 
2000US-0233065P. 
2000US-0234223P. 
2000US-0234274P. 
2000US-0234997P. 
2000US-0234998P. 
2000US-0235484P. 
2000US-0235834P. 
2000US-0235836P. 
2000US-0236327P. 
2000US-0236367P. 
2000US-0236368P. 
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PR 


29 


-SEP- 


2000 


PR 


29 


-SEP- 


2000 


PR 


02 


-OCT- 


2000 


PR 


02 


-OCT- 


2000 


PR 


02 


-OCT- 


2000 


PR 


02 


-OCT- 


2000 


PR 


02 


-OCT- 


2000 


PR 


13 


-OCT- 


2000 


PR 


13 


-OCT- 


2000 


PR 


20 


-OCT- 


2000 


PR 


20 


-OCT- 


2000 


PR 


20 


-OCT- 


2000 


PR 


20 


-OCT- 


2000 


PR 


20 


-OCT- 


2000 


PR 


20 


-OCT- 


2000 


PR 


20 


-OCT- 


2000 


PR 


20 


-OCT- 


2000 


PR 


01 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


08 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 


PR 


17 


-NOV- 


2000 



2000US-0236369P. 
2000US-0236370P. 
2000US-0236802P. 
2000US-0237037P. 
2000US-0237038P. 
2000US-0237039P. 
2000US-0237040P. 
2000US-0239935P. 
2000US-0239937P. 
2000US-0240960P. 
2000US-0241221P. 
2000US-0241785P. 
2000US-0241786P. 
2000US-0241787P. 
2000US-0241808P . 
2000US-0241809P. 
2000US-0241826P. 
2000US-0244617P. 
2000US-0246474P. 
2000US-0246475P. 
2000US-0246476P. 
2000US-0246477P. 
2000US-0246478P. 
2000US-0246523P. 
2000US-0246524P. 
2000US-0246525P. 
2000US-0246526P. 
2000US-0246527P. 
2000US-0246528P. 
2000US-0246532P. 
2000US-0246609P. 
2000US-0246610P . 
2000US-0246611P. 
2000US-0246613P. 
2000US-0249207P. 
2000US-0249208P. 
2000US-0249209P. 
2000US-0249210P. 
2000US-0249211P. 
2000US-0249212P. 
2000US-0249213P. 
2000US-0249214P. 
2000US-0249215P. 
2000US-0249216P. 
2000US-0249217P. 
2000US-0249218P. 
2000US-0249244P. 
2000US-0249245P. 
2000US-0249264P. 
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PR 


17-NOV-2 0 00 


2000US-0249265P. 


PR 


17-NOV-2000 


2 OOOUS- 024929 7P . 


PR 


1 7-NOV-2 000 


2 OOOUS- 024929 9P . 


PR 


17-NOV-2 0 00 


2000US-0249300P. 


PR 


Ol-DEC-2000 


2000US-0250160P. 


PR 


Ol-DEC-2000 


2000US- 025039 IP. 


PR 


05-DEC-2000 


2000US-0251030P . 


PR 


05-DEC-2000 


2 000US-0251988P . 


PR 


05-DEC-2000 


2000US-0256719P. 


PR 


06-DEC-2000 


2000US-0251479P. 


PR 


08-DEC-2000 


2000US-0251856P. 


PR 


08-DEC-2000 


2000US-025186 8P . 


PR 


08-DEC-2000 


2000US-025186 9P . 


PR 


08-DEC-2000 


2000US-025198 9P. 


PR 


08-DEC-2000 


2000US-0251990P. 


PR 


ll-DEC-2000 


2000US-025409 7P . 


PR 


05-JAN-2001 


2001US-02596 78P . 


XX 






PA 


(HUMA-) HUMAN GENOME SCI INC. 


XX 






PI 


Rosen CA, Barash SC, Ruben SM; 


XX 






DR 


WPI; 2001-502630/55. 


DR 


N-PSDB; AAK88446. 


XX 






PT 


Polynucleotides encoding digestive system antigens, useful for 


PT 


diagnosing. 


treating, preventing and/or prognozing disorders of the 


PT 


digestive system, particularly cancer and cancer metastases . 


XX 






PS 


Claim 11; SEQ ID NO 2022; 986pp; English. 


XX 






cc 


The present 


invention provides the protein and coding sequences of a 


cc 


number of human digestive system antigens. These can be used in the 


cc 


diagnosis, treatment and prevention of digestive system disorders. 


cc 


including cancer, Meckel's diverticulum, bacterial or parasitic 


cc 


infections. 


appendicitis, Hirschsprung's disease, chronic colitis or 


cc 


ulcerative colitis. The present sequence is a digestive system antigen 


cc 


the invention 


XX 






SQ 


Sequence 82 


AA; 



Query Match 75.5%; Score 75.5; DB 4; Length 82; 

Best Local Similarity 72.0%; Pred. No. 0.00052; 

Matches 18; Conservative 0; Mismatches 0; Indels 7; Gaps 1; 

Qy 1 MGLKMSCLK AAAAATTRP 18 

I I I I I I I I I I I I I I I I I I 

Db 8 MGLKMSCLKAFKCVSAAAAAATTRP 32 
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RESULT 4 
AFR65 434 

ID AFR6 5 43 4 standard; protein; 16 4 AA. 

XX 

AC AFR6 5 43 4; 
XX 

DT 04-OCT-2007 (first entry) 

XX 

DE Recombinant plant polypeptide sequence, SEQ ID NO: 55282. 

XX 

KW recombinant DNA; transgenic plant; cold tolerance; drought tolerance; 

KW plant disease; growth; heat tolerance; herbicide resistance; 

KW homologous recombination; lignin; crop plant pathogen; plant pest; 

KW photosynthesis; seed oil; crop improvement; stress. 

XX 

OS Sorghum bicolor. 
XX 

PN US2004172684-A1 . 
XX 

PD 02-SEP-2004. 
XX 

PF 29-JAN-2004; 2004US-0076 7701 . 
XX 

PR lO-OCT-2000; 2000US-00684016 . 

PR 08-MAY-2001; 2001US-00850147 . 

XX 

PA (KOVA/) KOVALIC D K. 

PA (ZHOU/) ZHOU Y. 

PA (CAOY/) CAO Y. 
XX 

PI Kovalic DK, Zhou Y, Cao Y; 
XX 

DR WPI; 2004-634594/61. 

DR N-PSDB; AFR338 70. 

XX 

PT New isolated recombinant polynucleotides and polypeptides from Sorghum, 

PT useful for producing transgenic plants having improved properties, e.g. 

PT improved plant cold tolerance, plant drought tolerance, or increased 

PT resistance to plant disease. 

XX 

PS Claim 2; SEQ ID NO 55282; 14pp; English. 

XX 

CC The invention relates to recombinant plant polynucleotide sequences (SEQ 

CC ID NOs 1-31564), and the polypeptides (SEQ ID NOs 31565-63128 

CC respectively) encoded by them. Also described is a method of producing a 

CC plant having an improved property by transforming a plant with a 

CC recombinant construct comprising a promoter region functional in a plant 

CC cell operably joined to a polynucleotide comprising a coding sequence for 
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CC a polypeptide associated with the property, and growing the transformed 

CC plant, where the polypeptide is selected from: a polypeptide useful for 

CC improving plant cold tolerance, a polypeptide useful for manipulating 

CC growth rate in plant cells by modification of the cell cycle pathway, a 

CC polypeptide useful for improving plant drought tolerance, a polypeptide 

CC useful for providing increased resistance to plant disease, a polypeptide 

CC useful for galactomannan production, a polypeptide useful for production 

CC of plant growth regulators, a polypeptide useful for improving plant heat 

CC tolerance, a polypeptide useful for improving plant tolerance to 

CC herbicides, a polypeptide useful for increasing the rate of homologous 

CC recombination in plants, a polypeptide useful for lignin production, a 

CC polypeptide useful for improving plant tolerance to extreme osmotic 

CC conditions, a polypeptide useful for improving plant tolerance to 

CC pathogens or pests, a polypeptide useful for yield improvement by 

CC modification of photosynthesis, a polypeptide useful for modifying seed 

CC oil yield and/or content, a polypeptide useful for modifying seed protein 

CC yield and/or content, a polypeptide encoding a plant transcription 

CC factor, a polypeptide useful for yield improvement by modification of 

CC carbohydrate use and/or uptake, a polypeptide useful for yield 

CC improvement by modification of nitrogen use and/or uptake, a polypeptide 

CC useful for yield improvement by modification of phosphorus use and/or 

CC uptake, and a polypeptide useful for yield improvement by providing 

CC improved plant growth and development under at least one stress 

CC condition. The polynucleotides and polypeptides of the invention are 

CC useful for producing transgenic plants having improved properties. The 

CC polypeptide is useful for improving plant cold tolerance, manipulating 

CC growth rate in plant cells by modification of the cell cycle pathway, 

CC improving plant drought tolerance, providing increased resistance to 

CC plant disease, for galactomannan production, for production of plant 

CC growth regulators, improving plant heat tolerance, improving plant 

CC tolerance to herbicides, increasing the rate of homologous recombination 

CC in plants, for lignin production, improving plant tolerance to extreme 

CC osmotic conditions, improving plant tolerance to pathogens or pests, 

CC improvement by modification of photosynthesis, modifying seed oil yield 

CC and/or content, modifying seed protein yield and/or content, encoding a 

CC plant transcription factor, for yield improvement by modification of 

CC carbohydrate use and/or uptake, for yield improvement by modification of 

CC nitrogen use and/or uptake, for yield improvement by modification of 

CC phosphorus use and/or uptake, or for yield improvement by providing 

CC improved plant growth and development under at least one stress 

CC condition. This sequence represents a recombinant plant polypeptide 

CC sequence of the invention. Note: The sequence data for this patent did 

CC not form part of the printed specification but was obtained in electronic 

CC format from USPTO at seqdata.uspto.gov/sequence.html. 

XX 

SQ Sequence 16 4 AA; 

Query Match 53.5%; Score 53.5; DB 8; Length 16 4; 

Best Local Similarity 55.0%; Pred. No. 3.3; 
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Matches 11; Conservative 5; Mismatches 3; Indels 



1; Gaps 1; 



Qy 1 MGLKMSCLKAAAAATTRPPS 20 

: I I : : I : I I I I I I II: 
Db 2 7 LGLRIRCC-SAAAATTNPPA 45 



RESULT 5 
ADX79172 

ID ADX79172 standard; 



XX 



protein; 55 AA. 



ADX79172; 



DT 
DT 



XX 
DE 



0 4-MAY-2 0 06 

20- APR-2006 

21- APR-2005 



(revised) 
(revised) 
(first entry) 



Plant full length insert polypeptide seqid 48538. 



KW 
KW 
KW 
KW 
KW 
KW 
KW 
KW 
XX 
OS 
XX 
PN 
XX 
PD 
XX 
PF 



plant protectant; plant growth regulant; gene therapy; plant; 
recombinant DNA construct; physical array; plant breeding marker; 
cold tolerance; heat tolerance; drought tolerance; herbicide tolerance; 
extreme osmotic condition; pathogen tolerance; pest tolerance; 
growth rate; cell cycle pathway; disease resistance; 

galactomannan production; lignin production; plant growth regulator; 
yield; plant growth; plant development; seed oil; protein yield; 
protein content. 

Zea mays . 

US2004034888-A1. 

19-FEB-2004. 

28-APR-2003; 2003US-00425114 . 



PR 
PR 



06-MAY-1999; 
05-NOV-2001; 



99US-00304517 . 
2001US-00985678. 



PA 
PA 



XX 
PI 



(LIUJ/) 
(ZHOU/) 
(KOVA/) 
(SCRE/) 
(TABA/) 
(CAOY/) 



LIU J. 

ZHOU Y. 
KOVALIC I 
SCREEN S 
TABA SKA . 
CAO Y. 



I K. 
E. 
" E. 



Liu J, Zhou Y, Kovalic DK, Screen SE, Tabaska JE, Cao Y; 



WPI; 2004-180133/17. 
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XX 

PT New recombinant DNA construct, useful for improving plant tolerance to 

PT cold, heat, drought, herbicides, extreme osmotic conditions, pathogens or 

PT pests, for conferring increased resistance to plant disease, or for 

PT improving yield. 

XX 

PS Claim 1; SEQ ID NO 48538; 15pp; English. 

XX 

CC The invention describes a recombinant DNA construct comprising a 

CC polynucleotide consisting of a sequence encoding an amino acid sequence 

CC available in electronic form from the US patent office at 

CC ftp. seqdata.uspto. gov/sequence. html?DocID:2004034888. The polynucleotide 

CC of the invention are also useful in physical arrays of molecules and as 

CC plant breeding markers. The recombinant DNA construct is useful for 

CC improving plant tolerance to cold, heat, drought, herbicides, extreme 

CC osmotic conditions, pathogens or pests, for manipulating growth rate in 

CC plant cells by modification of the cell cycle pathway, for conferring 

CC increased resistance to plant disease, for producing galactomannan, 

CC lignin or plant growth regulators, for increasing the rate of homologous 

CC recombination in plants, for improving yield by modification of 

CC photosynthesis or carbohydrate, nitrogen or phosphorus use and/or uptake 

CC or by providing improved plant growth and development under at least one 

CC stress condition or for modifying seed oil or protein yield and/or 

CC content. This is the amino acid sequence of a plant full length insert 

CC polypeptide that can be used in the recombinant DNA construct of the 

CC invention. 

CC 

CC Revised record issued on 04-MAY-2006 : Corrected oganism line 
XX 

SQ Sequence 55 AA; 

Query Match 51.0%; Score 51; DB 8; Length 55; 

Best Local Similarity 57.9%; Fred. No. 2.8; 

Matches 11; Conservative 0; Mismatches 8; Indels 0; Gaps 0; 

Qy 2 GLKMSCLKAAAAATTRPPS 2 0 

II III I I I I I I 
Db 4 GPKSKCLKLVGAARTRTPS 22 



RESULT 6 
ADT58460 

ID ADT58460 standard; protein; 210 AA. 

XX 

AC ADT5 8 46 0; 
XX 

DT 13-JAN-2005 (first entry) 
XX 

DE Plant polypeptide, SEQ ID 8537. 
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XX 

KW Plant; transgenic; cold tolerance; growth rate; drought tolerance; 

KW disease resistance; galactomannan production; plant growth regulator; 

KW heat tolerance; herbicide tolerance; lignin production; 

KW extreme osmotic condition tolerance; pathogens resistance; 

KW pest resistance; yield improvement; seed oil yield; seed protein yield. 

XX 

OS Viridiplantae . 

XX 

PN US2004216190-A1 . 

XX 

PD 28-OCT-2004. 

XX 

PF 18-DEC-2003; 2 0 03US-0 0 73 993 0 . 
XX 

PR 28-APR-2003; 2003US-00424599 . 

PR 28-APR-2003; 2003US-00425115 . 
XX 

PA (KOVA/) KOVALIC D K. 
XX 

PI Kovalic DK; 
XX 

DR WPI; 2004-757369/74. 
XX 

PT New recombinant DNA constructs useful in the field of biochemistry and 

PT genetics, and in particular for producing transgenic plants with improved 

PT biological characteristics. 
XX 

PS Claim 2; SEQ ID NO 8537; 14pp; English. 

XX 

CC The invention relates a recombinant DNA construct comprising a 

CC polynucleotide having any of 5544 nucleotide sequences (cDNAs SEQ ID NO: 

CC 1-5544) and encoding a polypeptide with any of 5544 amino acid sequences 

CC (SEQ ID NO: 5545-11088) . The cDNAs and proteins are from corn, soybean, 

CC Arabidopsis, wheat and rape but the specification does not indicate which 

CC sequences is derived from which organism. Also included is a method of 

CC producing a plant having an improved property, comprising transforming a 

CC plant with a recombinant DNA construct comprising a promoter region 

CC functional in a plant cell operably joined to a polynucleotide encoding a 

CC polypeptide associated with the property, and growing the transformed 

CC plant. The property is selected from improving plant cold tolerance, for 

CC manipulating growth rate in plant cells by modification of the cell cycle 

CC pathway, for improving plant drought tolerance, for providing increased 

CC resistance to plant disease, for galactomannan production, for production 

CC of plant growth regulators, for improving plant heat tolerance, for 

CC improving plant tolerance to herbicides, for increasing the rate of 

CC homologous recombination in plants, for lignin production, for improving 

CC plant tolerance to extreme osmotic conditions, for improving plant 

CC tolerance to pathogens or pests, for yield improvement by modification of 
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CC photosynthesis, for modifying seed oil yield and/or content, for 

CC modifying seed protein yield and/or content, for yield improvement by 

CC modification of carbohydrate, nitrogen or phosphorus use and/or uptake 

CC and for yield improvement by providing improved plant growth and 

CC development under at least one stress condition. The polynucleotide may 

CC also encode a plant transcription factor. The methods and compositions of 

CC the present invention are useful in the field of biochemistry and 

CC genetics, in particular for producing transgenic plants with improved 

CC biological characteristics such as increased yield, improved nitrogen 

CC flow, increasing plant tolerance to cold or heat, improving plant 

CC tolerance to extreme osmotic and drought conditions, and improving plant 

CC tolerance to plant pests or pathogens. They can also be used in physical 

CC arrays of molecules, plant breeding markers, computer-based storage and 

CC analysis systems. The present sequence is one of the 5544 plant protein 

CC sequences of the invention. Note: The sequence data for this patent did 

CC not form part of the printed specification, but was obtained in 

CC electronic format directly from USPTO at 

CC seqdata.uspto.gov/sequence .html ?DocID=2 0040216 190 . 

XX 

SQ Sequence 210 AA; 

Query Match 48.0%; Score 48; DB 8; Length 210; 

Best Local Similarity 58.8%; Pred. No. 31; 

Matches 10; Conservative 3; Mismatches 4; Indels 0; Gaps 0; 

Qy 2 GLKMSCLKAAAAATTRP 18 

I : I : : I I I I I I I I 
Db 112 GMKLTVTVAAAAATTTP 128 



RESULT 7 
AGA91171 

ID AGA91171 standard; protein; 212 AA. 
XX 

AC AGA91171; 

XX 

DT 26-JUL-2007 (first entry) 

XX 

DE Fertilizer use efficiency (FUE) improving-like protein SEQ ID NO 913. 
XX 

KW stress tolerance; crop improvement; transgenic plant; 

KW fertilizer use efficiency; FUE. 

XX 

OS Zea mays . 

XX 

PN WO2007049275-A2 . 
XX 

PD 03-MAY-2007. 

XX 
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PF 24-OCT-2006; 2006WO-IL001223 . 
XX 

PR 24-OCT-2005; 2005US-0729181P . 

XX 

PA (EVOG-) EVOGENE LTD. 

XX 

PI Yelin R, Shoshan A, Gold E, Ayal S, Karchi H; 

XX 

DR WPI; 2007-476973/46. 

DR N-PSDB; AGA90622. 

XX 

PT New nucleic acid construct, useful for increasing tolerance to a stress 

PT condition, biomass, vigor and/or yield, and fertilizer use, efficiency 

PT and/or uptake of a plant. 
XX 

PS Claim 15; SEQ ID NO 913; 135pp; English. 
XX 

CC The invention describes a nucleic acid construct comprising a nucleic 

CC acid sequence at least 85% identical to a nucleotide sequence of SEQ ID 

CC NOS: 1, 4, 5, 8, 9, 11, 13, 16, 19, 20, 23, 24, 27, 30, 32, 37, 42, 49, 

CC 50, 51, 53-58, 64, 68-70, 73, 77-79, 80, 84, 86, 87, 93, 94, 98, 101-109 

CC and a promoter sequence capable of directing transcription of the nucleic 

CC acid sequence in a host cell. Also described are: an isolated polypeptide 

CC comprising an amino acid sequence at least 85% homologous to the amino 

CC acid sequence of SEQ ID NOS: 110, 113, 114, 117, 118, 120, 122, 125, 128, 

CC 129, 132, 133, 136, 139, 141, 146, 151, 158-160, 162-167, 173, 177-179, 

CC 182, 186-189, 193, 195, 196, 202, 203, 207, 210-218; a plant cell 

CC comprising an exogenous polynucleotide which comprises a nucleic acid 

CC sequence encoding a polypeptide; a method of increasing tolerance of a 

CC plant to a stress condition; a method of increasing biomass, vigor and/or 

CC yield of a plant; a method of increasing fertilizer use efficiency and/or 

CC uptake of a plant; a method for irrigation; and#an irrigation system, for 

CC mimicking drought conditions, comprising (i) a dripping irrigation system 

CC having irrigation holes distributed 20-40 cm from one another in the X 

CC and Y directions, and (ii) a water supply and control system for 

CC continuously irrigating through each of the irrigation holes 0.5-2 liter 

CC water per hour. The nucleic acid construct, sequences, composition, and 

CC methods are useful for increasing tolerance to a stress condition, 

CC biomass, vigor and/or yield, and fertilizer use efficiency and/or uptake 

CC of a plant. This is the amino acid sequence of a fertilizer use 

CC efficiency (FUE) improving protein ortholog/homolog . 
XX 

SQ Sequence 212 AA; 

Query Match 48.0%; Score 48; DB 12; Length 212; 
Best Local Similarity 58.8%; Fred. No. 32; 

Matches 10; Conservative 3; Mismatches 4; Indels 0; Gaps 0; 

Qy 2 GLKMSCLKAAAAATTRP 18 
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Db 114 GMKLTVTVAAAAATTTP 130 



RESULT 8 
ADM96 96 8 

ID ADM96 96 8 standard; protein; 76 AA. 

XX 

AC ADM96 96 8; 
XX 

DT Ol-JUL-2004 (first entry) 
XX 

DE Human pancreatic cancer upregulated protein C1958V1. 

XX 

KW cytostatic; gene therapy; pancreatic cancer; diagnosis; 

KW anti-tumor immunity. 

XX 

OS Homo sapiens . 
XX 

PN WO2004031411-A2 . 
XX 

PD 15-APR-2004. 

XX 

PF 12-SEP-2003; 2003WO-JP011713 . 
XX 

PR 30-SEP-2002; 2002US-0414872P . 

PR 28-FEB-2003; 2003US-0450889P . 
XX 

PA (ONCO-) ONCOTHERAPY SCI INC. 

PA (UYTY ) UNIV TOKYO. 

XX 

PI Nakamura Y, Katagiri T; 
XX 

DR WPI; 2004-330204/30. 

DR N-PSDB; ADM9696 7. 

XX 

PT New C1958V1 or C1958V2 polypeptides, useful in useful in diagnosing and 

PT treating pancreatic cancer and in inducing anti tumor immunity. 

XX 

PS Claim 1; SEQ ID NO 2; 71pp; English. 

XX 

CC The invention relates to the isolation of novel genes upregulated in 

CC pancreatic cancer designated C1958V1 and C1958V2, their encoded 

CC polypeptides (I), a sequence in which one or more amino acids are 

CC substituted, deleted, inserted, and/or added and that has a biological 

CC activity equivalent to the C1958V1 or C1958V2 proteins; or a sequence 

CC encoded by a polynucleotide that hybridizes under stringent conditions to 

CC the C1958V1 or C1958V2 polynucleotides. The polypeptides and 

CC polynucleotides, compounds and compositions are useful in diagnosing and 
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CC treating pancreatic cancer and in inducing anti tumor immunity. This 

CC sequence represents the C1958V1 protein sequence. 

XX 

SQ Sequence 76 AA; 

Query Match 47.0%; Score 47; DB 8; Length 76; 

Best Local Similarity 100.0%; Pred. No. 17; 

Matches 9; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 MGLKMSCLK 9 

I M I I I I I I 
Db 1 MGLKMSCLK 9 



RESULT 9 
AES72472 

ID AES72472 standard; protein; 76 AA. 

XX 

AC AES72472; 
XX 

DT 03-MAY-2007 (first entry) 

XX 

DE Human C1958 splice variant 1, protein. 
XX 

KW Pancreatic ductal adenocarcinoma; cancer; cytostatic; tumor marker; 

KW protein therapy; screening; splice variant; C1958V1; apoptosis; 

KW gene therapy; pancreas tumor; lung tumor; renal tumor; testicle tumor. 

XX 

OS Homo sapiens . 
XX 

FH Key Location/Qualifiers 

FT Binding-site 36. .41 

FT /note= "PPP3CA binding site, specif cally claimed in claim 

FT 29" 

XX 

FN WO2007013358-A2 . 
XX 

PD Ol-FEB-2007. 
XX 

PF 14-JUL-2006; 2006WO-JP314442 . 

XX 

PR 28-JUL-2005; 2005US-0703791P . 

XX 

PA (ONCO-) ONCOTHERAPY SCI INC. 

PA (UYTY ) UNIV TOKYO. 

XX 

PI Nakamura Y, Katagiri T, Inaki K; 
XX 

DR WPI; 2007-283242/27. 
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DR N-PSDB; AES72471. 
XX 

PT New VIVIT polypeptide useful for treating or preventing cancer, such as 

FT pancreatic cancer, lung cancer, kidney cancer and testicular tumor. 

XX 

PS Disclosure; SEQ ID NO 2; 78pp; English. 
XX 

CC The invention relates to a VIVIT polypeptide (AES72497) and at least a 

CC fragment of the human C1958 sequence appearing as AES72472, in which 

CC residues at positions 37-41 is replaced with AES72497, or an amino acid 

CC sequence of a polypeptide functionally equivalent to the polypeptide 

CC comprising the fragment sequence. Also included are an agent for 

CC treating/preventing cancer (comprising as an active ingredient the VIVIT 

CC polypeptide, or a polynucleotide encoding the polypeptide) , a 

CC pharmaceutical composition (comprising the VIVIT polypeptide, and a 

CC carrier), screening (Ml) for a compound useful in treating/preventing 

CC cancers (involving (a) contacting a polypeptide comprising a PPP3CA- 

CC binding domain of a C1958 polypeptide with a polypeptide comprising a 

CC C1958-binding domain of a PPP3CA polypeptide in the presence of a test 

CC compound, (b) detecting binding between the polypeptides, and (c) 

CC selecting a test compound that inhibits binding between the 

CC polypeptides), a kit for screening for a compound for treating or 

CC preventing cancers, treating/preventing cancers in a subject (involving 

CC administering the compound selected above) , and inducing apoptosis in a 

CC cell (involving introducing a polypeptide having a dominant-negative 

CC effect against C1958 or a polynucleotide encoding the polypeptide into 

CC the cell, where the polypeptide comprises a fragment sequence having 

CC AES72497, or the mutated C1958 above) . The polypeptide is modified with a 

CC cell-membrane permeable substance, which has the general formula [R]-[D], 

CC where [R] represents the cell-membrane permeable substance, and [D] 

CC represents the amino acid sequence of a fragment sequence of AES72497, or 

CC the mutated C1958 peptide. The VIVIT polypeptide is useful for treating 

CC and/or preventing cancer, preferably pancreatic cancer (especially 

CC Pancreatic ductal adenocarcinoma) , lung cancer, kidney cancer and 

CC testicular tumor. (Ml) is useful for screening a compound for treating or 

CC preventing cancers. The present sequence represents a splice variant 

CC protein of human C1958. 

XX 

SQ Sequence 76 AA; 

Query Match 47.0%; Score 47; DB 12; Length 76; 

Best Local Similarity 100.0%; Pred. No. 17; 

Matches 9; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 MGLKMSCLK 9 

I I I I I I I I I 
Db 1 MGLKMSCLK 9 
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RESULT 10 
AES72498 

ID AES72498 standard; protein; 76 AA. 

XX 

AC AES72498; 

XX 

DT 03-MAY-2007 (first entry) 

XX 

DE Human C1958 protein mutant. 
XX 

KW Pancreatic ductal adenocarcinoma; cancer; cytostatic; tumor marker; 

KW protein therapy; screening; mutein; C1958V1; apoptosis; gene therapy; 

KW pancreas tumor; lung tumor; renal tumor; testicle tumor. 

XX 

OS Homo sapiens . 

OS Synthetic. 

OS Unidentified. 
XX 

FH Key Location/Qualifiers 

FT Misc-dif ference 37. .41 

FT /note= "Wild-type Asp-Ile-Ile-ILe-Thr has been 

FT substituted by Val-Ile-Val-Ile-Thr " 

XX 

PN WO2007013358-A2. 
XX 

PD Ol-FEB-2007. 

XX 

PF 14-JUL-2006; 2006WO-JP314442 . 
XX 

PR 28-JUL-2005; 2005US-0703791P . 

XX 

PA (ONCO-) ONCOTHERAPY SCI INC. 

PA (UYTY ) UNIV TOKYO. 

XX 

PI Nakamura Y, Katagiri T, Inaki K; 

XX 

DR WPI; 2007-283242/27. 

XX 

PT New VIVIT polypeptide useful for treating or preventing cancer, such as 

PT pancreatic cancer, lung cancer, kidney cancer and testicular tumor. 

XX 

PS Claim 1; Page; 78pp; English. 

XX 

CC The invention relates to a VIVIT polypeptide (AES72497) and at least a 

CC fragment of the human C1958 sequence appearing as AES72472, in which 

CC residues at positions 37-41 is replaced with AES72497, or an amino acid 

CC sequence of a polypeptide functionally equivalent to the polypeptide 

CC comprising the fragment sequence. Also included are an agent for 

CC treating/preventing cancer (comprising as an active ingredient the VIVIT 
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CC polypeptide, or a polynucleotide encoding the polypeptide) , a 

CC pharmaceutical composition (comprising the VIVIT polypeptide, and a 

CC carrier), screening (Ml) for a compound useful in treating/preventing 

CC cancers (involving (a) contacting a polypeptide comprising a PPP3CA- 

CC binding domain of a C1958 polypeptide with a polypeptide comprising a 

CC C1958-binding domain of a PPP3CA polypeptide in the presence of a test 

CC compound, (b) detecting binding between the polypeptides, and (c) 

CC selecting a test compound that inhibits binding between the 

CC polypeptides), a kit for screening for a compound for treating or 

CC preventing cancers, treating/preventing cancers in a subject (involving 

CC administering the compound selected above) , and inducing apoptosis in a 

CC cell (involving introducing a polypeptide having a dominant-negative 

CC effect against C1958 or a polynucleotide encoding the polypeptide into 

CC the cell, where the polypeptide comprises a fragment sequence having 

CC AES72497, or the mutated C1958 above) . The polypeptide is modified with a 

CC cell-membrane permeable substance, which has the general formula [R]-[D], 

CC where [R] represents the cell-membrane permeable substance, and [D] 

CC represents the amino acid sequence of a fragment sequence of AES72497, or 

CC the mutated C1958 peptide. The VIVIT polypeptide is useful for treating 

CC and/or preventing cancer, preferably pancreatic cancer (especially 

CC Pancreatic ductal adenocarcinoma) , lung cancer, kidney cancer and 

CC testicular tumor. (Ml) is useful for screening a compound for treating or 

CC preventing cancers. The present sequence represents a mutant of human 

CC C1958V1, where the PPP3CA binding site at 37-41 has been replaced by the 

CC VIVIT peptide. NOTE: The present sequence is not shown in the 

CC specification but was created by the indexer using the information in the 

CC claims and the wild-type C1958V1 sequence. 

XX 

SQ Sequence 76 AA; 

Query Match 47.0%; Score 47; DB 12; Length 76; 

Best Local Similarity 100.0%; Pred. No. 17; 

Matches 9; Conservative 0; Mismatches 0; Indels 0; Gaps 0; 

Qy 1 MGLKMSCLK 9 

I I I I I I I I I 
Db 1 MGLKMSCLK 9 



RESULT 11 
AFQ55703 

ID AFQ55703 standard; protein; 166 AA. 

XX 

AC AFQ55 703; 

XX 

DT 18-OCT-2007 (first entry) 
XX 

DE Glycine max protein SEQ ID NO: 246880. 

XX 
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KW plant; cold tolerance; heat tolerance; drought resistance; 

KW herbicide resistance; pathogen resistance; pesticide resistance; 

KW disease-resistance; crop improvement; insect resistance; 

KW nitrogen fixation; plant growth regulation; plant disease; 

KW stress tolerance; seed oil; transgenic. 

XX 

OS Glycine max, 
XX 

PN US2004031072-A1 . 
XX 

PD 12-FEB-2004. 
XX 

PF 28-APR-2003; 2003US-00424599 . 

XX 

PR 06-MAY-1999; 99US-00304517 . 

PR 05-NOV-2001; 2001US-00985678 . 
XX 

PA (LROS/) LA ROSA T J. 

PA (ZHOU/) ZHOU Y. 

PA (KOVA/) KOVALIC D K. 

PA (CAOY/) CAO Y. 

XX 

PI La Rosa TJ, Zhou Y, Kovalic DK, Cao Y; 
XX 

DR WPI; 2004-168999/16. 
XX 

PT New recombinant DNA construct, useful in producing plants with desired 

PT properties, e.g. increased cold, heat or drought tolerance or tolerance 

PT to herbicides, extreme osmotic conditions or pathogens and improved plant 

PT growth and development. 
XX 

PS Claim 2; SEQ ID NO 246880; 15pp; English. 

XX 

CO The invention relates to a recombinant DNA construct, polynucleotides or 

CO polypeptides which are useful in improving plant cold, heat or drought 

CC tolerance or tolerance to herbicides, extreme osmotic conditions, 

CC pathogens or pests, in improving yield by modification of photosynthesis 

CC or of carbohydrate, nitrogen or phosphorus use and/or uptake, in 

CC manipulating growth rate in plant cells by modification of the cell cycle 

CC pathway, in providing increased resistance to plant disease and improved 

CC plant growth and development under at least one stress condition, in 

CC producing galactomannan, plant growth regulators and lignin, in 

CC increasing the rate of homologous recombination in plants, in modifying 

CC seed oil yield and/or content and seed protein yield and/or content and 

CC in encoding a plant transcription factor. The present sequence represents 

CC a Glycine max protein of the invention. Note: This sequence is not shown 

CC in the specification but was obtained in electronic format directly from 

CC USPTO at seqdata.uspto.gov/sequence.html. 

XX 
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SQ Sequence 16 6 AA; 



Query Match 47.0%; Score 47; DB 9; Length 166; 

Best Local Similarity 50.0%; Pred. No. 36; 

Matches 9; Conservative 3; Mismatches 6; Indels 0; Gaps 

Qy 2 GLKMSCLKAAAAATTRPP 19 

II I I : I : I I : I I 

Db 124 GLSFSCVDASKAAPSPPP 141 



RESULT 12 
ABG75679 

ID ABG75679 standard; protein; 362 AA. 

XX 

AC ABG75679; 
XX 

DT 29-AUG-2003 (revised) 

DT 28-MAY-2003 (first entry) 

XX 

DE Human EdglR-V2R polypeptide. 
XX 

KW Human; G-protein coupled receptor; receptor; GPCR; palmitoylat ion site; 

KW phosphorylation cluster; arrestin; endosome; angina pectoris; rhinitis; 

KW atherosclerosis; asthma; emphysema; inflammatory disease; glaucoma; pain; 

KW rheumatoid arthritis; obesity; Parkinson's disease; EdglR; V2R; 

KW vasopressin V2R receptor; endothelial differentiation sphingolipid GPCRl . 

XX 

OS Homo sapiens . 

OS Chimeric. 

XX 

PN US2002106739-A1 . 
XX 

PD 08-AUG-2002. 

XX 

PF 05-NOV-2001; 2001US-00993844 . 
XX 

PR 03-NOV-2000; 2000US-0245772P . 

PR 08-JAN-2001; 2001US-0260363P . 
XX 

PA (OAKL/) OAKLEY R H. 

PA (BARA/) BARAK L S. 

PA (LAPO/) LAPORTE S A. 

PA (CARO/) CARON M G. 

XX 

PI Oakley RH, Barak LS, Laporte SA, Caron MG; 
XX 

DR WPI; 2002-690758/74. 

DR N-PSDB; ABX13061. 
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XX 

PT Modified G-protein coupled receptor useful for identifying an agonist, 

PT inverse agonist or antagonist of the receptor, comprises a carboxyl 

PT terminal having one or more clusters of phosphorylation. 

XX 

PS Disclosure; Fig 10; 57pp; English. 
XX 

CC The invention relates to a modified G-protein coupled receptor (GPCR) 

CC comprising an NPXXY motif, and a carboxyl terminal tail which comprises a 

CC putative site of palmitoylation and clusters of phosphorylation, and a 

CC retained portion of a carboxyl terminal region of a GPCR portion fused to 

CC a portion of the carboxyl terminal from a second GPCR, that comprises 

CC phosphorylation clusters and a putative palmitoylation site 10-25 amino 

CC acid residues downstream of a second NPXXY motif. The modified GPCR is 

CC useful for screening compounds for GPCR activity which comprises 

CC providing a cell that expresses at least one modified GPCR, where the 

CC cell further comprises arrestin conjugated to a detectable molecule, 

CC exposing the cell to the compound, detecting the location of the arrestin 

CC within the cell, comparing the location of the arrestin within the cell 

CC in the presence of the compound to the location of the arrestin within 

CC the cell in the absence of the compound and correlating a difference 

CC between the location of arrestin within the cell in the presence of the 

CC compound and the presence of the location of the arrestin within the cell 

CC in the absence of the compound. Preferably, the arrestin is detected in 

CC endosomes. The GPCR and a nucleic acid encoding the modified GPCR are 

CC useful for preventing and/or treating a disease associated with GPCR in 

CC mammals, such as angina pectoris, atherosclerosis, asthma, emphysema, 

CC rhinitis, inflammatory disease, rheumatoid arthritis, glaucoma, pain, 

CC obesity or Parkinson's disease, by modulating GPCR activity and affinity 

CC for arrestin. This sequence represents a chimeric receptor polypeptide 

CC used in the scope of the invention. (Updated on 29-AUG-2003 to 

CC standardise OS field) 

XX 

SQ Sequence 362 AA; 

Query Match 47.0%; Score 47; DB 5; Length 362; 

Best Local Similarity 62.5%; Pred. No. 78; 

Matches 10; Conservative 0; Mismatches 6; Indels 0; Gaps 0; 

Qy 5 MSCLKAAAAATTRPPS 20 

I I I I I I I III 
Db 326 MSCCKCAAARGRTPPS 341 



RESULT 13 
AD028787 

ID AD028787 standard; protein; 362 AA. 

XX 

AC AD02 8 78 7; 
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XX 

DT 29-JUL-2004 (first entry) 
XX 

DE Arrest in affinity enhanced chimeric GPCR EdglR-V2R. 

XX 

KW edgl receptor. 
XX 

OS Synthetic. 

XX 

PN US2004091946-A1 . 

XX 

PD 13-MAY-2004. 

XX 

PF Ol-AUG-2003; 2003US-00633438 . 
XX 

PR 03-NOV-2000; 2000US-0245772P . 

PR 08-JAN-2001; 2001US-0260363P . 

PR 05-NOV-2001; 2001US-00993844 . 
XX 

PA (OAKL/) OAKLEY R H. 

PA (BARA/) BARAK L S. 

PA (LAPO/) LAPORTE S A. 

PA (CARO/) CARON M G. 
XX 

PI Oakley RH, Barak LS, Laporte SA, Caron MG; 
XX 

DR WPI; 2004-439167/41. 

XX 

PT Screening composition for G-protein coupled receptor desensitization 

PT inhibitor activity that is not specific to particular receptor. 

XX 

PS Disclosure; SEQ ID NO 65; 95pp; English. 

XX 

CC The invention describes a method of screening a composition for non- 

CC receptor-specific G-protein coupled receptor (GPCR) desensitisat ion 

CC inhibitor activity. The method involves: providing a first cell 

CC comprising a first GPCR and a first conjugate of a marker molecule and a 

CC protein associated with the desensitisation pathway of the first GPCR, 

CC the first GPCR being a GPCR that requires an agonist for desensitisation 

CC or being a constitutively desensitised GPCR; exposing the first cell to a 

CC test composition and, when the first GPCR requires agonist for 

CC desensitisation, to an agonist for the first GPCR; determining through 

CC detection of the marker molecule in the first conjugate, whether or not 

CC the composition gives an indication of GPCR desensitisation inhibitory 

CC activity with respect to the first GPCR; providing a second cell 

CC comprising second GPCR different from the first GPCR and a second 

CC conjugate of a marker molecule and a protein associated with the 

CC desensitisation pathway of the second GPCR, the second conjugate being 

CC the same or different from the first conjugate, the second GPCR being a 
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CC GPCR that requires an agonist for desensitisation or being a 

CC constitutively desensitised GPCR; exposing the second cell to the test 

CC composition and, where the second GPCR requires agonist for 

CC desensitisation, to an agonist for the second GPCR; and determining 

CC through detection of the marker molecule in the second conjugate, whether 

CC or not the composition gives an indication of GPCR desensitisation 

CC inhibitory activity with respect to the second GPCR, where an indication 

CC of GPCR desensitisation inhibitory activity for the test composition 

CC being an indication that the test composition has non-receptor-specific 

CC GPCR desensitisation inhibitory activity. The method is useful for 

CC screening a composition for non-receptor-specific G-protein coupled 

CC receptor desensitisation inhibitor activity. This is the amino acid 

CC sequence of a chimeric GPCR with enhanced affinity for arrestin that 

CC results in desensitisation of the receptor. 

XX 

SQ Sequence 362 AA; 

Query Match 47.0%; Score 47; DB 8; Length 36 2; 

Best Local Similarity 62.5%; Pred. No. 78; 

Matches 10; Conservative 0; Mismatches 6; Indels 0; Gaps 0; 

Qy 5 MSCLKAAAAATTRPPS 20 

I I I I I I I III 
Db 326 MSCCKCAAARGRTPPS 341 



RESULT 14 
ADX44606 

ID ADX44606 standard; protein; 362 AA. 

XX 

AC ADX44606; 
XX 

DT 21-APR-2005 (first entry) 
XX 

DE Chimeric G-protein coupled receptor (GPCR) protein - SEQ ID 65. 

XX 

KW G-protein coupled receptor; GPCR; drug tolerance. 

XX 

OS Chimeric. 

OS Unidentified. 

XX 

PN WO2005012876-A2 . 

XX 

PD lO-FEB-2005. 

XX 

PF 30-JUL-2004; 2004WO-US024572 . 
XX 

PR Ol-AUG-2003; 2003US-00633438 . 

PR 29-JUL-2004; 2004US-00901772 . 
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XX 

PA (NORA-) NORAK BIOSCIENCES INC. 
XX 

PI Oakley RH; 
XX 

DR WPI; 2005-163069/17. 
XX 

PT Screening composition for non-receptor-specific G-protein coupled 

PT receptor (GPCR) desensit ization inhibitory activity, involves exposing 

PT cells having different GPCR to composition and determining inhibitory 

PT activity of composition. 

XX 

PS Disclosure; SEQ ID NO 65; lOOpp; English. 

XX 

CC The invention comprises a method for screening a composition for non- 

CC receptor-specific G-protein coupled receptor (GPCR) desensitizat ion 

CC inhibitory activity. The method of the invention is useful for non- 

CC receptor-specific GPCR desensitization inhibitory activity which is used 

CC to overcome GPCR-based drug tolerance. The present amino acid sequence 

CC represents a chimeric G-protein coupled receptor protein that has 

CC enhanced affinity for arrestin. 

XX 

SQ Sequence 362 AA; 

Query Match 47.0%; Score 47; DB 10; Length 362; 

Best Local Similarity 62.5%; Pred. No. 78; 

Matches 10; Conservative 0; Mismatches 6; Indels 0; Gaps 0; 

Qy 5 MSCLKAAAAATTRPPS 20 

I I I I I I I III 
Db 326 MSCCKCAAARGRTPPS 341 



RESULT 15 
ADY83836 

ID ADY83836 standard; protein; 362 AA. 

XX 

AC ADY83836; 
XX 

DT 16-JUN-2005 (first entry) 

XX 

DE G protein-coupled receptor, EdglR-V2R chimera. 

XX 

KW g-protein coupled receptor; high throughput screening; EdglR-V2R. 

XX 

OS Synthetic. 

XX 

FH Key Location/Qualifiers 

FT Region 1. .331 
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FT /note= "Amino acids 1-331 of Edg-1" 

FT Region 332. .362 

FT /note= "Terminal 29 amino acids of V2R" 

XX 

PN WO2005029035-A2 . 

XX 

PD 31-MAR-2005. 

XX 

PF 16-SEP-2004; 2004WO-US030261 . 
XX 

PR 16-SEP-2003; 2003US-0503447P . 
XX 

PA (NORA-) NORAK BIOSCIENCES INC. 

XX 

PI Cowan CL; 
XX 

DR WPI; 2005-273184/28. 

XX 

PT Method of screening a composition for G protein-coupled receptor (GPCR) 

PT agonistic activity, comprises exposing a mixture of cells to a test 

PT composition and determining GPCR agonistic activity. 
XX 

PS Disclosure; SEQ ID NO 59; 69pp; English. 
XX 

CC The invention relates to a method of screening a composition for G 

CC protein-coupled receptor (GPCR) agonistic activity. The method comprises: 

CC providing a mixture of cells comprising at least a first cell (comprising 

CC a first GPCR and a first conjugate of a first marker molecule and an 

CC arrestin protein) and a second cell (comprising a second GPCR different 

CC from the first GPCR and a second conjugate of a second marker molecule 

CC and an arrestin protein) , where the second conjugate is the same or 

CC different from the first conjugate; exposing the mixture of cells to a 

CC test composition; and determining whether the composition gives an 

CC indication of GPCR agonist activity with respect to the first or second 

CC GPCRs, through detection of the marker molecules in the first and second 

CC conjugates. The present sequence represents G protein-coupled receptor, 

CC EdglR-V2R chimera, which has been modified to have enhanced affinity for 

CC arrestin. 

XX 

SQ Sequence 362 AA; 

Query Match 4 7.0%; Score 47; DB 10; Length 362; 
Best Local Similarity 62.5%; Pred. No. 78; 

Matches 10; Conservative 0; Mismatches 6; Indels 0; Gaps 0; 

Qy 5 MSCLKAAAAATTRPPS 20 

I I I I I I I III 

Db 326 MSCCKCAAARGRTPPS 341 
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